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Course Outcomes:

CO1: Un

derstand the Perl scripts for demonstrating data manipulations.

CO2: Develop substantial Python scripts using data structure for representing biological data.

CO3: Wr

ite the regular expressions in perl and python to solve scientific problems.

CO04: Explain the fundamental concepts of the foundations of python and perl their role in data science and

big

data.

CO5: Use the bioperl and biopython modules for tackling challenges, analyze and interpret biological data.

1. Which control structure in Perl is used to execute a block of code repeatedly as long as a specified

Part A 10x1=10
Choose the Correct Answer

condition is true?

a. for

2. Bioperl is an active

a. F

b. foreach c. while d. do-while

ree software  b. Linux c. Open source d. Commercial

3. Which Perl function is used to test whether a file exists?
a. file_exists() b. test file() c.—e d. exists_file()

4. What
a.

5. What

modifier in Perl regular expressions is used to perform a case-insensitive match?
g b. /i c. /m d. /s

does the Perl "eq" operator do when comparing two scalar strings?

a. It checks for numeric equality b. It checks for string equality
c. It performs a case-insensitive comparison d. It concatenates the two strings

6. In Pyt

a.[]
7. What

a. Bio

8. Which

hon, which data structure is used to represent a tuple?

b.{} c. () d. <>
Perl module is commonly used to fetch a PDB entry from the RCSB Web server?
::SeqlO b. Bio::DB::SwissProt  c. Bio::DB::GenBank d. Bio::DB::PDB

built-in function in Python is commonly used for debugging purposes by displaying the

value of expressions and variables?
a. print() b. input() c.debug() d. display()

9. In BioPerl, what function is commonly used to write and execute small molecular models?
a. create_model()  b. execute_model() c. build_model() d. system()

10. Which Python library is commonly used for numerical and mathematical operations?
a. Pygame b. Pandas c. NumPy d. Matplotlib

Part B 5x6 =30
Answer ALL questions
Each answer should not exceed 400 words or two pages

11.a. Explain the control structures in perl.

11.b. Wri

(or)

te in detail note on perl scalar data.

software project supported by the Open Bioinformatics Foundation.
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12.a. Write subroutines with an example.
(or)

12.b. Define regular expressions in perl with example.
13.a. Elaborate: python dictionaries.

(or)

13.b. Write the Basic syntax in python with sample program.
14.a. How to use debugging in python programming?
(or)

14.b. Describe the regular expressions in python.

15.a. How to execute small module in bioperl!?

(or)
15.b. Write any simple program in biopython.
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Part C 5x12 =60

Answer ALL questions
Each answer should not exceed 800 words or four pages

16.a. Discuss in detail: lists and arrays in perl.

(or)

16.b. Elaborate Input/output operations in perl.

17.a. What are directories available in perl? Give detail.

(or)

17.b. Explain in detail File handling — with an example.

18.a. Discuss the image of Control structures in python.

(or)

18.b. Explain with example the input and output operations in python.

19.a. What is classes and objects in python and give its importance?

(or)

19.b. Discuss the exception handling in python programming.
20.a. Write a python program to extract the whole coding sequences from GENBANK?

(or)
20.b. Elaborate the step by step procedure in the Installation of python.
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