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Appendix – II 

QUESTIONNAIRE TO ASSESS THE CONSUMER ACCEPTANCE OF NUTRIGENETIC 

TESTING AMONG INDIAN CONSUMERS 

Confidentiality Statement  

I Janani Tamilvanan,  Ph. D Scholar, Department of Food Science and Nutrition, hereby assure that 

the data collected from the volunteers for my Research study entitled Precision Nutrition Approach 

for prevention and Management of obesity will not be disclosed at any point for any cause, and the 

details will be kept Confidential. Consent: The information regarding the study, has been read by me, 

and has been explained to me by the investigator. Having understood the same, I hereby give my 

consent to them to fulfil the requirements of this on-line questionnaire. 

 

 

 

 

Questions to Assess the Consumer Acceptance of Nutrigenetic Testing among Indian Consumers 

 
Section – I: Personal Information 
1. Name: 

2. Place: ___________ city 

3. Age: __________ yrs 

 

4. Occupation:  

□ Student □ House wife □ Business □ Private Job □ Government Job □ Retired 

 

5.Highest level of education: 

□ Graduation degree □ post-graduation degree □ Professional degree □ Doctoral Degree 

 

6. Current-medical condition: 

 

□ Diabetes □ Hypertension □Hyperlipidaemia□ Cancer □ Heart issues □ Thyroid □ Others 

 

7. Does any of your family members have any of the following conditions: 

□ Diabetes □ Hypertension □ Hyperlipidaemia□ Cancer □ Heart issues □Thyroid 

 

8.  Please tick the following that applies to your lifestyle choices: 

□ Smoking □ Regular alcohol consumption □ Sugar addiction □ < 6 hours of sleep 

 

9.    Please choose that is most appropriate about your physical activity levels: 

□ Sedentary/ no physical Lifestyle □ Irregular workout schedule □ Workout 3-5 days a week □      Daily workout 

 

Section – II: Recollecting Information about the genetic test and information  
10.  From which company did you take the test from? ______________ 

11. Year: _______________ 

12.  Did someone explain the report? Yes/ No 

13.  If yes, then please answer: 

  □ Physician □ Dietitian □ Genetic counsellor □ Do not know 

14. Mode of delivery of the advice given: □ Online □ face to face 
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Section – III: Assessment of Consumer Acceptance 
 

15. Provided below are questions to assess various aspects of consumer acceptance. To what extent do you agree or 

disagree with each statement. 

 

 
II Motivation factor of consumers Strongly 

disagree 

Disagree Neither agree 

or 

disagree 

Agree Strongly agree 

1. Personalized nutrition makes me able to live longer in 

good health. 

     

2. Personalized nutrition can help disease prevention.      

3. If I weigh up the benefits and drawbacks of genetic-based 

personalized nutrition,I can see more benefits. 

     

4. If I weigh up the benefits and drawbacks of genetic-based 

personalized nutrition,I can see more drawbacks. 

     

5. Personalised nutrition approach didn‘t fulfil my 

expectations. 

     

6.  The negative results from the test report demotivates me 

to eat healthily. 

     

 

 

 

I Attitudes & perceptions of the consumers Strongly 

disagree 

Disagree Neither 

agree or 

disagree 

Agree Strongly 

agree 

1 Personalized nutrition is much more time-consuming.      

2 Personalised nutrition can add cost by advising to 

consume specific food. 
     

3 Personalised nutrition advice is not feasible because it 

is difficult to prepare different foods for different 

family members. 

     

4 Personalised nutrition is easier to understand and 

specific than general diet advice. 
     

5 Genotype-based personalized nutrition advice is much 

Personalized more enjoyable. 
     

6 Costs of diseases can be prevented by personalized 

nutrition. 
     

III Individual’s perceptions about sources and genetic 

information provider 

Strongly 

disagree 

disagree Neither 

agree or 

disagree 

agree Strongly 

agree 

1.  The service provider was very capable of providing 

personalised nutrition advice.  

     

2. The service provider had much knowledge and skills 

about personalised nutrition advice. 

     

3. The complex scientific results were simplified and 

presented through positively framed simple messages. 

     

4. There is little easily available and easy to understand 

information in the personalised nutrition report. 

     

5. Health care provider lacked adequate education and 

enough time. 

     

6. Lack of agreement among, and accountability of service 

providers. 
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V Utility of DNA based dietary advice Strongly 

disagree 
Disagree Neither 

agree or 

disagree 

Agree Strongly 

agree 

1. I benefited by using personalised nutrition advice in my daily 

life. 
     

2. My family benefited by using personalised nutrition advice in 

my daily life. 
     

3. This gene-based dietary advice has helped me to prevent the 

disease. 
     

4. I still follow my previous diet habits to the 
greatest degree possible, and only have to complement my diet 
with some personalized foods and food supplements. 

     

5. Knowing about my own personalised nutrition test results 

caused some anxiety. 
     

6. Personalised nutrition puts restriction on cultural dietary habits      

 
16. Please mention the one you agree with-  

o I intend to adopt personalised nutrition recommendations in my daily life. 

o I am considering to adopting personalised nutrition in the near future. 

o I will definitely adopt personalised nutrition recommendations. 

o I am benefited by personalised nutrition recommendations 

 

 

 

 

 

 

 

 

 

IV Confidence Level of Consumers Strongly 

disagree 

Disagree Neither 

agree or 

disagree 

Agree Strongly 

agree 

1 I feel that genetic-based personalized nutrition has a lot of 
risks. 

     

2 I feel that there is a lot of uncertainty around genetic-based 
personalized nutrition. 

     

3. I now have full control of my health by using the 

personalised nutrition advice based on my genetics. 
     

4. I feelthat I could prevent diseases by a diet adjusted to my 

genetic background. 
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Appendix – III 

Lifestyle assessment questionnaire used for dietary assessment  
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Appendix -IV 

Plaigiarism Report 
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Appendix – V 

Publications 

 

 

 


